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Table 1 Characteristics of strains and plasmids for codisplaying cellulolytic enzyme

Strain or plasmid Relevant features Reference or source

S. cerevisiae yeast strains
MTS8-1/pBG211/pEG23u31H6 Display of BGL1 and EGII [22]

URAZ Surface expression of T, reesei

EESEoTHEG endoglucanase gene (EGIT) ]
MTS8-1/pFCBH2w3 Display of CBHII (23]
MT8-1/pEG23u3 1H6/pFCBH2w3 Display of EGII and CBHIL (23]
pYDI1-CipA3-EGII and Di5p|a):|3 lril"uncliuna! minic:::lllu‘lusome with [35]
pRS425-CBHII-BGL1 EGIIL, CBHII, and BGL1 activities

pYDI-CipA3 and pRS425-CBHII g;ﬂﬁy:;{r;iit:;nctional minicellulosome with [35]
pYD1-CipA3-EGII [E)(ijisﬁlz};fi ;1iriiyl”unctic-nal minicellulosome with [34]
MTS8-1/EGII-CBHII-AGBGL EGII and CBHII secretion and BGL display [24]
MT8-1/AGBGL Display of BGL [24]
MT8-1/AGEGIT-AGCBHIT-AGBGL EGII, CBHII and BGL display [24]
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